
Instructions of Dataset Usage
This dataset can be used to reproduce all plots in Wang et al., 2020 in combination with the Jupyter notebook scripts available from
this Github repository.

1. Download and decompress the dataset zip file.

2. Place the data folder and the scripts folder (from GitHub) in the same folder.

This folder organization is necessary because relative path is used to read in data in all scripts (e.g.,
'../data/specific_data_folder/data_table').

3. Run scripts to reproduce plots of interest. Refer to the table in the README file of the Github repository to find out which
scripts were used to generate which figures.

https://github.com/snownontrace/public-scripts-Wang2020-branching-morphogenesis.git

