Supplemental Figure 3: Cluster 2 Repetitive Sequences - Expression

CR1-C_chr5:55125022-55127471

2 — e B
14 =
04
—1
-1 -
o b

FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

CR1-Y1_Aves_chr1:3726984-3727103

1.0 ——

0.5

o] [
0.5 — —— —
1.0 = ’ | | [ |

FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

EE2-induced expression



(GGTTT)n_chr13:16041949-16041984

CR1-C2_chr4:85937012-85937232

—
=
0 — ——
17 ——
.2—-
I

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

GGERVK1-int_chr2:81985392-8199064!

CR1-F2_chr3:97369703-97370724

==
-

.
T T T T T
FSO FS1 FS2 FS3+ FS3

— ——

Abbioanwn
|

CYP19-based Feminization Groups

GGERVK1-int_chr2:143713180-1437184:

1.0 —

T =
0 = ===
-1 4
a1
-3 .
4
T T T T T
FSO FS1 FS2 FS3+ FS3
CYP19-based Feminization Groups
GA-rich_chr3:16994739-16994773
15 o T
0:|  EDES
0.5
]
-0.5
-1.0 -
-1.5 - —
T T T T T
FSO FS1 FS2 FS3+ FS3
CYP19-based Feminization Groups
GGLTR5A_chr2:10428104-10428587
21 o
1 4 i
0 Q - = =
I
Py |

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

- -
] Hlumpm
T

—_—
! |
[

i

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

GGLTR11-int_chr4:85934449-8593464:

)

0
-1
-2
3
4
5

e, —
—_—

i

FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

GGLTR11-int_chr4:85935604-85935761

2
1
0
-1
2
3
-4
5

o] =H__
T

—_
]
L

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

= ————
— .

—_

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

Male-suppressed expression

CR1-Y4_chr3:97332181-97333358

] f
Il
1 - —

2 -

-3

il |

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

VK1-int_chrUn_NW_020110165v1:193021!
1.0

=l
= -

0.0 +

0.5
[ |

FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

GGLTR11-int_chr4:85935830-8593671¢

17 éi

0] — ]
_2_

|

-4 -

54

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups



(TTCTTT)n_chrZ:66321711-66321793

FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

CR1-Y1_Aves_chr2:69261820-6926200(

1.0 - =
— y
o
0.0 - :
o
05 -| === -
=

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

Char12Mar1_GG_chrZ:32346334-323468

10 i - -

o] Capm
—E

-

0.0 +
0.5 7 T
0 — =m

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

CR1-Y2_Aves_chrZ:66298901-6629975!

1.5 T

— ==
B -
= L
=
- =

T T T T T
FSO FS1 FS2 FS3+ FS3

o o h
o
| Y |

CYP19-based Feminization Groups

1.0
0.5
0.0
-0.5
-1.0
-15
-2.0

GGERVK1-int_chrZ:70410456-7041571"

1.0

0.5
0.0
-0.5
-1.0

CR1-F0_chrZ:66153471-66153954

! .

|
|
i e

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

-
=]
1 B
‘
L -i
o

T T T T T
FSO FS1 FS2 FS3+ FS3

CYP19-based Feminization Groups

Ovotestis-specific expression
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